Figure S1
Structural ensembles of GpdQ TLS motions. Each TLS PDB ensemble is shown as a single asymmetric unit outlined by the unit cell. An increase in overall motion is apparent going from left to right. The 20-member ensemble is shown for visual simplicity. It is important to note that the chemically unreasonable motion produced by the sub-domain TLS refinement is not immediately apparent from the T and L eigenvalues presented in Supplemental Table 1 , highlighting the need for the more thorough matrix analysis presented in our accompanying paper. 
